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Introduction 
Newts have the ability to regenerate body parts. 
Among other, they can regenerate the eye lens after 
complete removal. Cells from the dorsal iris are 
involved in the process and never from the ventral 
iris. 
Methods 
• RNA-seq: to generate the newt transcriptome. 
• Tissue collection: dorsal and ventral iris 4 and 8 
days after removing the lens from the newts. 
• Bioinformatics: to group genes that are differentially 
regulated based on Gene Ontologies (GO). 
• qRT-PCR: for validation of gene expression found 
by RNA-seq. 
Results II: qRT-PCR 
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Conclusions 
• The newt transcriptome will serve as a valuable 
resource in the field of newt regeneration. 
• We have identified genes that are specifically 
expressed in dorsal or ventral iris. 
• Candidate genes that are differentially regulated 
between dorsal and ventral iris can be used for future 
functional studies. 
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Two-way ANOVA a<0.05 for time and iris. Student’s t-
test: p<0.05 (*), p<0.001 (***). Error bars: SD +/- 1.  
